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T 



3 
4 
5 
7 

FACTOR 

8 
10 

^C--> 12 



<110> APPLICANT: POELLINGER, Lorenz 
PEREIRA, Teresa 

< 120 > ^SoniO.. MECHAHISM OF CONDITIONAL EOLATION OF THE HYPOXIA- INDUCIBLE 

1 ^ THE VON HIPPEL-LINDAU TUMOR SUPPRESSOR PROTEIN 
<130> FILE REFERENCE: 3743/49008 

<140> CURRENT APPLICATION NUMBER: US/09/922,958 
<141> CURRENT FILING DATE: 2001-08-07 

<150> PRIOR APPLICATION NUMBER: US 60/223,480 
<151> PRIOR FILING DATE: 2000-08-07 
<160> NUMBER OF SEQ ID NOS : 7 
<170> SOFTWARE: Patentln version 3.0 
<210> SEQ ID NO: 1 
<211> LENGTH: 642 
<212> TYPE: DNA 

Homo sapiens 



12 

12 

13 

15 

17 

19 

20 

21 

22 

24 

25 

26 

28 

29 

30 

31 

33 

34 
35 
37 
38 
39 
41 
42 
43 
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46 
47 
49 
50 
51 
53 
54 
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57 
58 
59 
61 
62 
63 



<213> ORGANISM: 
<220> FEATURE: 
<221> NAME/KEY: CDS 
<222> LOCATION: (1) 
<400> SEQUENCE: 1 



.(639) 



: °c ~ ; U « ™ ^ „c ,a g jo= jjj £ go jcj gj 

Met Pro Arg Arg Ala Glu Asn Trp Asp Glu Ala Glu Val Gly Ala o±u 

5 

gag gca ggc gtc gaa gag tac ggc cct gaa gaa gac ggc ggg gag gag 
Glu La Gly Val Glu Glu Tyr Gly Pro Glu Glu Asp Gly Gly Glu Glu 

25 6K) 



20 

2 SS K 5! 'lu £ SS S III HI S % S - - - 



aac ace gag gag gag atg gag gee ggg egg ccg egg ccc gtg ctg cgc 
III III Glu 111 111 Met Glu Ala Gly Arg Pro Arg Pro Val Leu Arg 



40 



55 



tea ata aac teg cgc gag ccc tec cag gtc ate ttc tgc aat cgc agt 
Ser Va? Asn Ser Arg Glu Pro Ser Gin Val lie Phe Cys Asn Arg Ser 



70 



n + n nta ccc ata tqq etc aac ttc gac ggc gag ccg cag 
Pro III tt ?S l2 Pro tl rll Leu A,n Phe Asp ,ly Glu Pro Gl„ 

85 ^ 
ccc tac cca aqg ctg ccg cct ggc acg ggc cgc cgc ate cac age tac 
Pro Tyr Pro Thr Leu Pro Pro Gly Thr Gly Arg Arg He His Ser Tyr 

100 105 
raa oat cac ctt tgg etc ttc aga gat gca ggg aca cac gat ggg ctt 
Z III His Leu Z Leu Phe Arg As P Ala Gly Thr His As P Gly Leu 

115 120 1 

ctg gtt aac caa act gaa tta ttt gtg cca tct etc aat gtt gac gga 
Leu 111 Asn Gin Thr Glu Leu Phe Val Pro Ser Leu Asn Val Asp Gly 
130 135 140 



48 



96 



144 



192 



240 



288 



336 



384 



432 
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s s - S « s 2 £ S 2 2 g S £ 2 2 2 480 

67 145 150 . a rrt aaa aat tac agg 528 

69 cga tgc etc cag gtt gte egg age eta gte aag cct gag ^ 

70 Arg Cys Leu Gin Val Val Arg Ser Leu Val Lys 

71 ^ 4- a n aat eta qaa gac cac cca o/o 

73 aga etg gac ate gte agg teg etc tac gaa gat ctg g^ ^ ^ ^ 

74 Arg Leu Asp He Val Arg ser i^eu xy^ r igQ 

I 2 2 2 2 2 2 2 S 2 2 2 2 5 2 2 2 ~ 

79 195 200 642 

81 caa egg atg gga gat tga 

82 Gin Arg Met Gly Asp 

83 210 

86 <210> SEQ ID NO: 2 

87 <211> LENGTH: 213 

88 <212> TYPE: PRT 

89 <213> ORGANISM: Homo sapiens 

II r iu 01. As. « Asp Glu Ala Glu V.! Gly Ala Glu 
I*, Glu Al. Gly V.1 Glu Glu Tyr O, Pro Gl. a. asp Gly Gly Glu 01. 
Si ser Gly Ala'olu Glu Ser Gly Pro Glu Glu ser Gly Pro Gl. Glu Leu 

III Gly Ala Glu Glu Glu Met Glu Ala G!y Ar, Pro Arg Pro val Leu Arg 

106 50 55 , Tl phe Cvs Asn Arg Ser 

109 Ser Val Asn Ser Arg Glu Pro Ser Gin Val lie Phe cys ^ 

70 ' 

110 65 , v 3l val Leu Pro Val Tr P Leu Asn Phe Asp Gly Glu Pro Gin 

113 Pro Arg Val Val Leu Fro vax xx F 95 

ft s 

1" Pro T S r Pro Thr Leu Pro Pro Gly Thr Gly Arg Ar, lie Bis ser Tyr 

111 Arg Gly His Leu Trp Leu Phe Arg Asp Al, Gly Thr His Asp Gly L.u 

III Leu V.1 » 01. Thr Glu Leu Phe V.l Pro Ser Leu As. V.l Asp Gly 

lit Gl. HI Il« «- Ala As. "e Thr Leu Pro Val Tyr Thr Leu Lys Glu 

130 145 .tv,! val Arc Ser Leu Val Lys Pro Glu Asn Tyr Arg 

133 Arg Cys Leu Gin Val Val Arg &er i,eu * i?g 

S Ar, Leu asp He "l Ar, ser Leu Tyr Glu Asp Leu 01. Asp His Pro 
III as. V.1 01. HI Asp Le. Gl. Ar, Leu Thr Gin Glu Arg He Al. His 

142 195 200 

145 Gin Arg Met Gly Asp 

146 210 

149 <210> SEQ ID NO: 3 
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KAW SEQUENCE LISTING J™ 

PATENT APPLICATION: US/09/922 f 958 TIME: 12.25.37 

Input Set : A:\PTO_VSK.txt 

Output Set: N:\CRF3\08142001\I922958.raw 

150 <211> LENGTH: 2481 

151 <212> TYPE: DNA 

152 <213> ORGANISM: Homo sapiens 

154 <220> FEATURE: 

155 <221> NAME/KEY: CDS 

156 <222> LOCATION: (1)..(2478) 

158 <400> SEQUENCE: 3 48 

159 atg gag ggc gec ggc ggc gcg aac gac aag aaa aag ata agt tct gaa 

160 Met Glu Gly Ala Gly Gly Ala Asn Asp Lys Lys Lys He Ser Ser Glu 

5 10 

163 l Qt cqa a aa gaa aag tct cga gat gca gec aga tct egg cga agt aaa 96 

164 Arg Arg Lys Glu Ly! Ser Arg Asp Ala Ala Arg Ser Arg Arg Ser Lys 

H7 gaa tct gaa gtt ttt tat gag ctt get cat cag ttg cca ctt cca cat 144 
III Til Ser Glu Val Phe Tyr Glu Leu Ala His Gin Leu Pro Leu Pro His 

111 aat gtg agt teg cat ctt gat aag gec tct gtg atg agg ctt acc ate 192 
172 III ill Ser Ser His Leu Asp Lys Ala Ser Val Met Arg Leu Thr He 

175 age lit ttg cgt gtg agg aaa ctt ctg gat get ggt gat ttg gat att 

176 Ser Tyr Leu Arg Val Arg Lys Leu Leu Asp Ala Gly Asp Leu Asp lie 

III aaa aat gac atg aaa gca cag atg aat tgc ttt tat ttg aaa gec ttg 288 
180 Glu Asp Asp Me? Lys Ala Gin Met Asn Cys Phe Tyr Leu Lys Ala Leu 

85 

183 gat ggt ttt gtt atg gtt etc aea gat gat ggt gac atg att tae att 336 

184 Asp Gly Phe Val Met Val Leu Thr Asp Asp Gly Asp Met lie Tyr He 

185 tct gat aat gtg aac aaa tae atg gga tta act cag ttt gaa eta act 384 
188 Ser Asp Asn Val Asn Lys Tyr Met Gly Leu Thr Gin Phe Glu Leu Thr 



J_\J \J 4_4- 

187 tct aat aat gtg aac aaa tae atg gga tta act cag ttt gaa eta act 
187 tct gat aar. gtg _ ^ ^ ^ ^ 6ln phe Rlu Leu Thr 

iqi nm rac aat ata ttt gat ttt act cat cca tgt gac cat gag gaa atg 432 
\\\ Gly Us Ser ill Phe Lp Phe Thr His Pro Cys Asp His Glu Glu Met 

195 aga gaa atg ctt aea eac aga aat ggc ctt gtg aaa aag ggt aaa gaa 480 
^96 Arg Glu Me? Leu Thr His Arg Asn Gly Leu Val Lys Lys Gly Lys Glu 



III III aac aea cag cga age ttt ttt etc aga ^tg aag tgt acc eta act 528 
200 Gin Asn Thr Gin Arg Ser Phe Phe Leu Arg Met Lys Cys Thr Leu Thr 

III age cga gga aga act atg aac ata aag tct gca aca tgg aag gta ttg 576 
III Ser A?g Gly A?g Thr Met Asn He Lys Ser Ala Thr Tr P Lys val Leu 
205 180 I 8 ; 5 _ _ ^ aan naa cct 624 

207 

208 »x- w - — — 20Q " 205 

211 caa tat ggg tat aag aaa cca cct atg acc tgc ttg gtg ctg att tgt 672 

212 Oil Cys III Tyr Lys Lys Pro Pro Met Thr Cys Leu Val Leu He Cys 

213 210 215 220 



llr Sg III A?g Thr Me? ITn He Lys Ser Ala Thr Tr P Lys Val Leu 

180 185 
eac tac aca ggc eac att cac gta tat gat acc aac agt aac caa cct 
His Cys Thr Sy His He His Val Tyr Asp Thr Asn Ser Asn Gin Pro 
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CTaa aaa att acc gaa ttg atg gga tat gag cca gaa gaa ctt tta ggc 
224 Til Arg Se Thr Glu Leu Me? Gly Tyr Glu Pro Glu Glu Leu Leu Gly 

227 cgc tea att III gaa tat tat cat Jet ttg gae tet gat eat ctg acc 

228 Arg Ser lie Tyr Glu Tyr Tyr His Ala Leu As P Ser Asp Hxs Leu Thr 



720 



?15 aaa ccc att cct cac cca tea aat att gaa att cct tta gat age aag 

III III Pro i2 Pro His Pro Ser Asn lie Glu lie Pro Leu Asp Ser Lys 

219 III tte etc agt cga III age ctg gat atg aaa ttt tct tat tgt gat 

220 Thr Phe Leu Ser Arg His Ser Leu Asp Met Lys Phe Ser Tyr Cys Asp 

221 245 . ... . „«.+, tta aac 816 



9?? aaa act cat cat gat atg ttt act aaa gga caa gtc acc aca gga cag 912 

32 Lys Thr His His Asp Me? Phe Thr Lys Gly Gin Val Thr Thr Gly Gin 

2 95 ouu 

235 tac HI atg ctt gee aaa aga ggt gga tat gtc tag gtt gaa act caa 960 

236 Tyr Arg Me? Leu La Lys Arg Gly Gly Tyr Val Tr P Val Glu Thr Gin 

239 III act gtc ata tat III acc aag aat tet caa cca cag tgc att gta 1008 

240 III Thr val lie Tyr Asn Thr Lys Asn Ser Gin Pro Gin Cys lie Val 

Q«r 330 

2« tgt gtg aat tac gtt gtg agt ggt att att cag cae gae ttg att ttc 1056 
244 Cys Val Asn Tyr Val Val Ser Gly He lie Gin Hxs Asp Leu lie Phe 



oin 345 350 

It" too ctt ca. c.« aca ,a. t„t gtc ctt aa. cc, gtt ,« tct tea gat 1104 

248 ser Leu Gin Gin Thr Glu Cys val Leu Lys Pro val Glu ser Ser Asp 

HI at, aaa III act ca, eta ttc aaa gtt gaa tea gaa gat aca agt 1152 



247 tec ctt caa caa aca ,a. t,t gtc ctt aa. cc, gtt ,« tct tea gat 

tea 
Ser 

253 370 _ _ „^ „^ ^ an + tta eta 1200 



£ Lys S T„r Gin Leu Phe Thr Lys v,l Glu ser Gl» Asp Thr s,r 

,„ s70 375 380 

255 aac etc ttt gae aaa ctt aag aag gaa cct gat get tta act ttg ctg 

256 Ser Leu Phe L P Lys Leu Lys Lys Glu Pro Asp Ala Leu Thr Leu Leu 

259 III cca gee get gga gae aca ate ata tct tta gat ttt ggc age aac 1248 

260 Ala Pro Ala Ala Gly Asp Thr lie He Ser Leu Asp Phe Gly Ser Asn 

263 gae aca gaa act gat gae cag caa ctt gag gaa gta cca tta tat aat 1296 

264 Asp Thr Glu Thr Asp Asp Gin Gin Leu Glu Glu Val Pro Leu Tyr Asn 

ata 
He 

111 aca atg tct cca tta ccc ace III gaa acg cca aag cca ctt cga agt 1392 
272 III Me? Ser Pro Leu Pro Thr Ala Glu Thr Pro Lys Pro Leu Arg Ser 

275 agt get gae eet gca etc III caa gaa gtt gca tta aaa tta gaa cca 1440 

276 Ser Ala Asp Pro Ala Leu Asn Gin Glu Val Ala Leu Lys Leu Glu Pro 

279 ill cca gag tea ctg gaa ctt tct ttt ace atg cee eag att cag gat 1488 



267 gat gta atg etc ccc tea cee aae gaa aaa tta cag aat ata aat ttg 1344 

268 Asp Vl £ Leu Pro Ser Pro Asn Glu Lys Leu Gin Asn lie Asn Leu 

440 443 



file://C:\Crf3\Outhold\VsrI922958.htm 



8/14/01 



Page 5 of 7 



1584 



1632 



1680 



RAW SEQUENCE LISTING DATE : 08/14/2001 

PATENT APPLICATION: US/09/922,958 TIME: 12:25:37 

Input Set : A:\PTO_VSK.txt 

Output Set: N:\CRF3\08142001\I922958.raw 

280 Asn Pro Glu Ser Leu Glu Leu Ser Phe Thr Met Pro Gin He Gin Asp 

281 485 490 495 

283 cag aca cct agt cct tec gat gga age act aga caa agt tea cct gag 1536 

284 Gin Thr Pro Ser Pro Ser Asp Gly Ser Thr Arg Gin Ser Ser Pro Glu 

285 500 505 510 

287 cct aat agt ccc agt gaa tat tgt ttt tat gtg gat agt gat atg gtc 

288 Pro Asn Ser Pro Ser Glu Tyr Cys Phe Tyr Val Asp Ser Asp Met Val 

289 515 520 525 

291 aat gaa ttc aag ttg gaa ttg gta gaa aaa ctt ttt get gaa gac aca 

292 Asn Glu Phe Lys Leu Glu Leu Val Glu Lys Leu Phe Ala Glu Asp Thr 

293 530 535 540 

295 gaa gca aag aac cca ttt tct act cag gac aca gat tta gac ttg gag 

296 Glu Ala Lys Asn Pro Phe Ser Thr Gin Asp Thr Asp Leu Asp Leu Glu 

297 545 550 555 560 

299 atg tta get ccc tat ate cca atg gat gat gac ttc cag tta cgt tec 1728 

300 Met Leu Ala Pro Tyr He Pro Met Asp Asp Asp Phe Gin Leu Arg Ser 

301 565 570 575 

303 ttc gat cag ttg tea cca tta gaa age agt tec gca age cct gaa age 

304 Phe Asp Gin Leu Ser Pro Leu Glu Ser Ser Ser Ala Ser Pro Glu Ser 

305 580 585 590 

307 gca agt cct caa age aca gtt aca gta ttc cag cag act caa ata caa 

308 Ala Ser Pro Gin Ser Thr Val Thr Val Phe Gin Gin Thr Gin He Gin 

309 595 600 605 

311 gaa cct act get aat gee ace act ace act gee ace act gat gaa tta 

312 Glu Pro Thr Ala Asn Ala Thr Thr Thr Thr Ala Thr Thr Asp Glu Leu 

313 610 615 620 

315 aaa aca gtg aca aaa gac cgt atg gaa gac att aaa ata ttg att gca 

316 Lys Thr Val Thr Lys Asp Arg Met Glu Asp He Lys He Leu He Ala 

317 625 630 635 640 

319 tct cca tct cct acc cac ata cat aaa gaa act act agt gee aca tea 

320 Ser Pro Ser Pro Thr His He His Lys Glu Thr Thr Ser Ala Thr Ser 

321 645 650 655 

323 tea cca tat aga gat act caa agt egg aca gee tea cca aac aga gca 

324 Ser Pro Tyr Arg Asp Thr Gin Ser Arg Thr Ala Ser Pro Asn Arg Ala 

325 660 665 670 

327 gga aaa gga gtc ata gaa cag aca gaa aaa tct cat cca aga age cct 

328 Gly Lys Gly Val He Glu Gin Thr Glu Lys Ser His Pro Arg Ser Pro 

329 675 680 685 

331 aac gtg tta tct gtc get ttg agt caa aga act aca gtt cct gag gaa 

332 Asn Val Leu Ser Val Ala Leu Ser Gin Arg Thr Thr Val Pro Glu Glu 

333 690 695 700 

335 gaa eta aat cca aag ata eta get ttg cag aat get cag aga aag cga 

336 Glu Leu Asn Pro Lys He Leu Ala Leu Gin Asn Ala Gin Arg Lys Arg 

337 705 710 715 720 

339 aaa atg gaa cat gat ggt tea ctt ttt caa gca gta gga att gga aca 

340 Lys Met Glu His Asp Gly Ser Leu Phe Gin Ala Val Gly He Gly Thr 

341 725 730 735 
34 3 tta tta cag cag cca gac gat cat gca get act aca tea ctt tct tgg 
344 Leu Leu Gin Gin Pro Asp Asp His Ala Ala Thr Thr Ser Leu Ser Trp 



1776 



1824 



1872 



1920 



1968 



2016 



2064 



2112 



2160 



2208 



2256 
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VERIFICATION SUMMARY DATE: 08/14/2001 

PATENT APPLICATION: US/09/922,958 TIME: 12:25:38 

Input Set : A:\PTO_VSK.txt 

Output Set: N:\CRF3\08142001\l922958.raw 

L-12 M- 270 C- Current Application Number differs, Replaced Current Application No 
L-12 m'-271 C: Current Filing Date differs, Replaced Current Filing Date 
L-605 M 220 C- Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID# : 6 
iieiS l':220 c: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID#:7 
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